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01 
Charting the Cellular Interactome by Proteome-Wide 

Cross-Linking Mass Spectrometry 
刘凡 

Utrecht Univ., The 

Netherlands 

02 

Genome-Wide Quantitative Proteomic and Transcriptomic 

Analysis Reveals Post-Transcriptional Regulation of 

Mitochondrial Biogenesis in Human Hematopoiesis 

周峰 复旦大学 

03 

GAPP: a Proteogenomic Software for Genome Annotation 

and Global Profiling of Posttranslational Modifications in 

Prokaryotes 
葛峰 中科院水生所 

04 
Mapping Conserved Metazoan Protein Complexes with 

Biochemical Fractionation and LC/MS/MS 
万翠红 华中师范大学 

05 
Ultra-Deep Tyrosine Phosphoproteomics Enabled by a 

Phosphotyrosine Superbinder 
李磊 青岛大学 

06 

Isolation and Structural Analysis of N-Linked Glycans by 

Using Two-Dimensional Chromatography, Mass 

Spectrometry and Nuclear Magnetic Resonance 

Spectroscopy 

于龙 中科院大连化物所 

07 
Liquid Chromatography-Mass Spectrometry based 

Metabolomics Strategies Towards Clinical Applications 
尹沛源 中科院大连化物所 

08 

Quantitative Proteomic and Kinomic Analysis of 

Hepatocellular Carcinoma Tissues by SWATH-MS Reveals 

Complex Reprogramming of Cell Metabolic Pathways 

王红霞 国家生物医学分析中心 

09 Proteomics Toolbox for Profiling Intercellular Signaling 田瑞军 南方科技大学 

10 
Investigation of Signaling Pathway using Data-Independent 

Acquisition Proteomics 
钟传奇 厦门大学 

11 
Understanding HBV-Driven Hepatocarcinogenesis, a Redox 

Proteomics Approach 黄灿华 四川大学 

12 
High-Throughput De Novo Proteome Identification Aided 

by Translatome Sequencing 
张弓 暨南大学 

13 
Protein Microarrays for Systems Biology: Construction, 

Application and Technology 
陶生策 上海交通大学 



 

14 
Opportunities and Challenges for Urinary Biomarker 

Discovery Using Proteomic Approaches 
邵晨 中国医科院基础医学所 

15 
New Chemical Isotope Labeling and Electrospray Ionization 

Strategies for Intact Proteins Analyses 
王方军 中科院大连化物所 

16 
Improving Peptide Identification for Tandem Mass 

Spectrometry by Incorporating Translatomics Information 
肖传乐 中山大学 

17 
Ionic Liquid Based Sample Preparation Strategy for Efficient 

Proteome Analysis 
赵群 中科院大连化物所 

18 

Discovery and Characterization of Short-Chain Lysine 

Acylations with Mass Spectrometry and Quantitative 

Proteomics 

陈悦 Univ. Minnesota 

19 
Scaffold Protein-Mediated Dynamic Assembly of Protein 

Complexes in Normal and Cancer Cells 
郑勇 国家蛋白质科学中心.北京 

20 

De Novo Identification and Quantification of Single 

Amino-Acid Variants in Human Hepatocellular Carcinoma 

Tissues 
李辰 中科院上海生科院 

21 
Protein Identification and Quantification based on Multiple 

Search Engines 
闻博 深圳华大 

22 
Selection of Tandem Mass Spectra for Identification of 

Intact N- and O-linked Glycopeptide 
张会 Johns Hopkins Univ. 

23 
Ubiquitously Expressed Genes Participate in Cell Specific 

Functions via Alternative Promoter Usage 
王秀杰 中科院遗传发育所 

24 

pLink 2.0: Ion-Indexing and Semi-Supervised Learning 

Smooth the Identification of Cross-Linked Peptides in Large 

Scales 

 

刘超 中科院计算所 

25 

Developing Cross-Linking Mass Spectrometry (XL-MS) 

Strategies to Define Interaction and Structural Dynamics of 

Protein Complexes 
黄岚 Univ. California,Irvine 

26 
Mite Allergen Diversity Identification by Proteomics 

Coupling with Pharmacological Testing 

 

赖仞 中科院昆明动物所 
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