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Best First Search

Straight-line distance
to Bucharest

Arad 366
Bucharest 0
Craiova 160
Dobreta 242
Arad [] Eforie 161
Fagaras 178
Fagaras Giurgiu 77
118 1] Vaslui Hirsova 151
Tasi 226
Rimnicu Vilcea Lugoj 244
Mehadia 241
- Neamt 234
Pitest Oradea 380
[] Hirsova ll;i.testi Vil gg
i iceni imnicu Vilcea 1
[] Mehadia Urziceni Sibiu 253
75 Timisoara 329
Dobreta [] Urziceni 80
Eforie  Vaslui 199
[] Giurgiu Zerind 374
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FATRI M2, - http ://glycan.ict.ac.cn

GIPS HOME  SERVER - BENEFTS  FEATURES  PUSLICATIONS  CONTACT  CHINESE

Welcome to GIPS

GlPSiidentifies glycan branching structures and guides MSn experiments based on various types of
mass spectrometry data. It consists of three modules:

GIPS-Guide : It can help researchers to guide MALDII-QIT-MSnvexperiments through intelligently
Selecting peaks.

GIPS:Label: It can help researchers to label peaks of riass spectrometry.

GIPS-Draw: It supports drawing @ glyean structure and exporting in several formats.

GIPS redutes the reliance on experienced specialists, improves the efficiency of identification, and

takes an important step toward automated identification of glycan.

MS’ 10840
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